. Phenotype of the transgenic T1 lines dSST26-33 and relative un-transgenic cultivar "Red Setter" four weeks (a) and eight weeks after sowing (b). 
. Differentially expressed genes annotation. The automatic BLAST annotation of sequences was performed by the BLAST2GO software suite and the fold change of transgenic plant compared to relative control cv Red Setter, expectation value (e value), sequence similarity and corresponding Gene Ontology terms were reported (---NA---represents sequences not annotated, in bold were reported sequence validated by realtime RT-PCR -see Fig. S2 -, in brackets we reported the name of the genes used in the paper)
